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Ng et al. PNAS 97:12176, 2000

Halobacterium sp. NRC-1 (2,571,010 bp)



Halobacterium sp. NRC-1

• Genome size: 2.57 Mbp

• 2,630 putative protein coding genes
– 1,067 named function genes

– 591 conserved hypothetical genes

– 1,024 hypothetical genes

Ng. et.al. (2000) PNAS. 97, 12176
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S-P-A-F-D-S-I-M-A-E-T-L-K
E. coli oligopeptide binding protein

(MH+ 1410.6)b-ions+ y-ions+

88.1 S PAFDSIMAETLK 1323.6
185.2 SP AFDSIMAETLK 1226.4
256.3 SPA FDSIMAETLK 1155.4
403.5 SPAF DSIMAETLK 1008.2
518.5 SPAFD SIMAETLK 893.1
605.6 SPAFDS IMAETLK 806.0
719.3 SPAFDSI MAETLK 692.3
850.0 SPAFDSIM AETLK 561.7
921.1 SPAFDSIMA ETLK 490.6

1050.2 SPAFDSIMAE TLK 361.5
1151.3 SPAFDSIMAET LK 260.4
1264.4 SPAFDSIMAETL K 147.2

Nomenclature of fragmented PEPTIDE IONS
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Soluble
232

(64 unk)

Membrane
165

(65 unk)

29
(2 unk)

54.5%1.3%
10.3%

Goo et al., Mol. Cell Proteomics, 2003

Halobacterium sp. NRC-1 Proteome analysis -
% identified proteins containing TMHMM predicted 

membrane spanning regions

Total: 426



Metabolic Reconstruction



In Depth Proteome Analysis II
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Amino acid metabolism Nucleotide metabolism
Cofactor metabolism Energy metabolism
Cell envelope components Transport
Cellular processes DNA replication, repair & recombination
Transcription Regulation
Translation Miscellaneous
Conserved Hypothetical Hypothetical

Relative abundance of identified proteins

888 proteins

CHP Mis
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BMSorter



Purine metabolism pathway (NRC-1)



Purine metabolic pathway (NRC-1)







Network analysis of Amino 
Acid Metabolisms AND 

Citrate Cycle



ARGININE AND PROLINE 
METABOLISM
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